Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.027; wR factor = 0.071; data-to-parameter ratio = 9.9.
In the title compound, C 11 H 15 FN 2 O 5 , the five-membered ring has an envelope conformation, while the six-membered ring is essentially planar, with a maximum deviation of 0.032 (2) Å from the mean plane. The crystal packing is stabilized by intermolecular N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, generating a layer structure parallel to (001).
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In this context and as result of our continuing investigations on the synthesis of nucleoside analogues, we report a new compound 1 (Scheme 1). This new analogue might present a similarity with a number of acyclic nucleosides, which showed remarkable antiviral properties.
In the present paper, we report the structure of title compound 1. The crystal packing is stabilized by two intermolecular hydrogen bonds [O5···O2 = 2.828 (2) Å and N2···O5 = 2.876 (2) Å], generating a layer parallel to the (001) plane.
Experimental
Deshomologation of previos nucleoside analogue, 1-[(1'S,2'R,4'S)-(1',2'-O-isopropylidene-4',5'-dihydroxy-1'-pentyl)]-5fluorouracil, was achieved following non-aqueous protocol (Valdivia et al., 2005; Xie et al., 1996) . 26.9, 27.9, 34.9, 55.8, 58.9, 79.4, 86.8, 111.6, 142.2, 149.5, 157.5 .
Refinement
H atoms bonded to N2 and O5 atoms were located in a difference Fourier map and refined with free coordinates and isotropic U parameters. H atoms linked to C atoms were placed in geometrical idealized positions and refined as riding on their parent atoms, with C-H = 0.93-0.98 Å, and with U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl groups. Fig. 1 . The molecular structure of compound 1, with atom labels and 50% probability displacement ellipsoids for non-H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
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Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0606 (7) 0.0506 (9) 0.0586 (7) 0.0216 (7) 0.0430 (7) 0.0239 (8) N1 0.0336 (6) 0.0365 (9) 0.0345 (7) 0.0036 (7) 0.0218 (6) 0.0044 (6) O4 0.0520 (7) 0.0397 (8) 
